>AF249738 ACCESSION: AF2 4973 8 NID: gi 8571425 gb AF249738.1 AF249738 
Mus musculus Pb99 gene sequence 
Length = 2127 

Score = 358 bits (910), Expect(3) = 0.0 

Identities = 210/293 (72%), Positives = 233/293 (80%) 

Frame = +1 

Query: 206 RPPPNMTLTCVFWDVTKGTTGDWSSEGCSTEVRPEGTVCCCDHLTFFALLLRPTLDQSTV 265 

R P N+ LTCVFWD+ KG DW S CST TVC CDHLTFFALLLRP LD +T 

Sbjct: 748 RS PHNVILTC VFWDMAKG DWDSH-CSTVPGDGRTVCRCDHLTFFALLLRPILDLATA 915 

Query: 266 HILTRISQAGCGVSMIFLAFTIILYAFLRLSRERFKSEDAPKIHVALGGSLFLLNLAFLV 325 

LTRISQAG VSMI FLAFT+ +LY R S +RFKSEDAPKIH+AL SLFLLNL FL 
Sbjct: 916 QTLTRISQAGSAVSMIFLAFTMVLYVAFRFSLQRFKSEDAPKIHMALSISLFLLNLTFLI 1095 

Query: 326 NVGSGSKGSDAACWARGAVFHYFLLCAFTWMGLEAFHLYLLAVRVFNTYFGHYFLKLSLV 385 

NVGS S+G A+CW R A+FHYFLLC FTWMGLEAFHL YLLA+RVFNT YFGH YFLKL SL + 
Sbjct: 1096 WGSSSQGPPASCWVRAAIFHYFLLCVFTWMGLEAFHLYLLAIRVFNTYFGHYFLKLSLL 1275 

Query: 386 GWGLPALWIGTGSANSYGLYTIRDRENRTSLELCWFREGTTMYALYITVHGYFLITFLF 445 

WGLP L+VIG GS+NSYG+YTIRD+ENRTSLELCWF+ + # ALY TVHGYFL+TFLF 
Sbjct: 1276 AWGLPVLWIGAGSSNSYGVYTIRDQENRTSLELCWFQKEP- - -ALYATVHGYFLVTFLF 1446 

Query: 446 GMVVLALVWKIFTLSRATAVKERGKNRKKVLTLLGLSSLVGVTWGLAIFTPL 498 

G WLALV WKIFTL TA K +G K VLT+LGLSSLVG+TWGLA+ TPL 
Sbjct: 1447 GAWLALVAWK I FTL PS VTAGKGQG PTWKS VLTVLGL S SL VGMTWGLAVLT PL 1605 



Score = 245 bits (618), Expect(3) = 0.0 

Identities = 129/215 (60%), Positives = 159/215 (74%), Gaps = 2/215 (0%) 
Frame = +2 

Query: 1 MAT PRGLGALLLLLLL PT SGQEKPTEG P RNTC - -LGSNNMYD I FNLNDKALC FTKC RQS G 58 

MAT R LG L LLL + E+ TE PRN C L + YD F+LND A CFTKC QS 
Sbjct: 17 MATARSLGLLFFLLL TSDEETTEEPRNVCRRLQEGHEYDTFDLNDTAQCFTKCGQSE 187 

Query: 59 SDSCWENLQRYWLNYEAHLMKEGLTQKVNTPFLKALVQNLSTNTAEDFYFSLEPSQVPR 118 

C+V NLQRYWLNYE++L++ + + V+ PF+KAL+QN+ST+ +ED +SL SQ+PR 
Sbjct: 188 HSPCDVGNLQRYWLNYESYLLENSM-ETVDMPFVKALIQNISTDVSEDLLYSLMLSQIPR 364 

Query: 119 QVKKDEDKPPDRVlUjPKSLFRSLPGNRSvVRLAVTILDIGPGTLFKGPRLGLGDGSGv^ 178 

QVM+ ED+P D VRLPKSLF +LPGNRS VRLA+T+LDIG G +FKGP+L GS VLN 
Sbjct: 365 QVMQGEDEPADGVRLPKSLFGALPGNRSAVRLAITVl^DIGAGNVFKGPKLLEDKGSSVLN 544 

Query: 179 NRL VG L SVG QMHVTKL A E PL E I VF S HQR P P PNMTL 213 

NR+VGLSVGQMH T L+EP+EI FSH+R PP M L 
Sbjct: 545 NRMVGLSVGQMHATGLSEPVEITFSHERQPPAMIL 649 



Score = 84.7 bits (206), Expect(3) = 0.0 

Identities = 41/54 (75%), Positives = 45/54 (82%), Gaps = 1/54 (1%) 
Frame = +3 

Query: 497 PLGLSTVYIFALFNSLQGVFICCWFTILYLPSQSTTVSSS-TARLDQAHSASQE 549 

P GLST+Y+F L NSLQG+FI CWF ILY P+QSTT SSS TARLDQAHS SQE 
Sbjct: 1599 PPGLSTlYVFTLLNSLQGLFIFCWFIILYFPTQSTTASSSGTARLDQAHSVSQE 1760 
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LOCUS AF249738 2127 bp 

DEFINITION Mus musculus Pb99 gene sequence. 

ACCESSION AF249738 

VERSION AF249738.1 GI: 8571425 
KEYWORDS 
SOURCE 



DNA 



linear ROD 18-JUN-2000 



Mus musculus (house mouse) 



ORGANISM Mus musculus 



REFERENCE 
AUTHORS 



TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 

TITLE 
JOURNAL 

FEATURES 

source 



gene 



Eukaryota; Metazoa; Chorda ta; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Rodentia; Sciurognathi ; Muridae; Murinae; Mus. 

1 (bases 1 to 2127) 

Sleckman,B.P. , Khan, W.N. , Xu,W. , Bassing,C .H. , Malynn,B.A., 

Copeland,N.G. , Bardon,C.G., Breit,T.M., Davidson, L., 01tz,E.M., 

Jenkins , N. A. , Berman , J . E . and Al t , F . W . 

Cloning and functional characterization of the 

early-lymphocyte-specific Pb99 gene 

Mol. Cell. Biol. 20 (12), 4405-4410 (2000) 

20285444 

10825203 

2 (bases 1 to 2127) 

Sleckman,B.P. , Khan,W.N., Xu,W., 01tz,E.M., Berman, J. E. and 
Alt,F.W. 

Direct Submi s s i on 

Submitted (25-MAR-2000) Medicine/HHMI, Children's Hospital, Harvard 
Medical School, Longwood Ave., Boston, MA 02115, USA 

Location/Qualifiers 

1..2127 

/organism= !, Mus musculus" 

/mol_type=" genomic DNA" 

/strain="BALB/c" 

/ db_xr e f = " t axon : 1 0 0 9 0 " 

712. .1638 

/gene=" early- lymphocyte-specific Pb99 gene" 
432 a 609 c 550 g 536 t 



BASE COUNT 
ORIGIN 

1 acttcgctga gcactgatgg cgacagccag gagtctgggc ctcctgttct ttctgctgct 

61 gacttcagat gaggagacca cggaagagcc gaggaatgtc tgccgtcggc ttcaggaggg 

121 ccacgagtat gacaccttcg acttgaatga cactgctcag tgtttcacca agtgtgggca 

181 atcggagcac agcccctgtg acgtggggaa cctgcagaga tactggttga actatgagtc 

241 ctacctgctg gagaattcca tggagactgt ggacatgcct tttgttaagg cattgatcca 

301 gaacatcagc acggatgtct cagaagacct gctgtactct ctgatgcttt cccagatccc 

361 gaggcaggtg atgcagggtg aggacgagcc tgctgatgga gtccgacttc ccaagagcct 

421 gtttggagcc ctgcctggca acaggtctgc agtccggttg gccataactg ttctagacat 

481 tggtgcaggg aatgtcttta agggccccaa gctccttgag gacaagggca gcagcgtgtt 

541 gaacaaccgc atggtgggtt tgagcgtggg ccagatgcac gccaccgggc tgtcggaacc 

601 tgtagagatc accttctccc atgagcgtca accacctgca atgatcctga agacaggcat 

661 gcacgcacag acaggcagac cctcttgtgc catacatgtt gtatacccta catgcacagt 

721 ggtccaggga gcatcaaccg atggagtcga tctccccata acgtgatcct cacctgtgta 
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781 ttctgggata tggctaaagg agactgggat 
841 agaactg.tct gccgttgcga ccacttgacc 
901 gacctggcca cggcacagac tctcactcgc 
961 atcttcctgg ccttcaccat ggtgctctat 
1021 aagtctgaag atgcccctaa gatccacatg 
1081 cttaccttcc tgatcaatgt ggggagcagc 
1141 cgagctgcca ttttccacta ctttctgctc 
1201 ttccacctct acctgctggc catcagagtc 
1261 aagctgagcc tgctggcctg gggcctgcct 
1321 aacagttatg gagtttacac cattcgcgac 
1381 tggttccaga aagagcctgc tctttatgct 
1441 ctcttcggtg ctgtggtact ggctttggtg 
1501 acagcgggca aaggacaggg gccgacctgg 
1561 agtctggtgg gcatgacctg ggggctggct 
1621 acgtcttcac cctcttaaac tctctacaag 
1681 tctacttccc tactcagagc accacagcct 
1741 cccactccgt gtcccaggag tagatgatgg 
1801 gtttgtgtga ccttgaacag ctccctactt 
1861 ggatgtccaa ggacggagag ggtgaggacc 
1921 ttcaggaggc tggagacttg acttgaagag 
1981 acatctctca gctgtctgtg actctagttc 
2041 aaagagtacc aggcatgaat gtgctggata 
2101 gaaattaaaa aaaatatttt aacagct 



tcccactgct ccacggtgcc cggggatggg 
ttcttcgcct tgctgctgag gccgatcttg 
atctcccagg caggcagtgc cgtctccatg 
gttgccttca ggttctctct gcagaggttc 
gctctgagca tcagcctgtt tctcctgaat 
tcccaaggcc ccccagcctc ctgctgggtc 
tgtgtcttca cctggatggg tctggaggcc 
ttcaatacct actttggaca ctatttcctg 
gttcttgtag ttattggtgc tggaagtagc 
caggagaacc gcacatcact ggagttgtgc 
actgtccacg gctacttcct tgttaccttc 
gcctggaaga tcttcactct gcccagtgtc 
aagtcggtcc tcaccgtgct gggcctctcc 
gttctcaccc ccctggcttg tctaccatct 
ggctcttcat cttctgctgg ttcatcatcc 
cctcctccgg caccgcccgc ctggaccagg 
gtggctgcag tttgctctca cttctggctg 
ccttctgggc tccactgtct tctctgtaca 
aagccaggcc ctgtggcttc aaagttccca 
gacactggtt cagttcccag cacccacata 
caagagatct gacgctgtcc tctggtctcc 
tatacatgtg ccactcatac atataaaata 
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